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HUHP68 1 MADKLTRIAIVNHDKCKPKKCRQECKKSCPWRMGKLCIEVTPQSKIAWISETLCIGCGI 

WGHP68 1 MADRLTRIAIVSEDKCKPKKCRQECKKSCPWKTGKLCIEVSPVAKLAFISEELCIGCGI 

consensus 1 ***,******* ******************* ^ ******* ^i, ***** ******* 



HuHP68 61 CIKKCPFGALSIVNLPSNLEKETTHRYCANAFKLHRLPI PRPGEVLGLVGTNGIGKSAAL 

WGHP68 61 CVKKCPFDAIEI INLPKDLEKDTTHRYGPNTFKLHRLPVPRPGQVLGLVGTNGIGKSTAL 

consensus 61 *.***** *. *^*** ******** * *********** ************* ** 



HUHP68 121 KILAGKQKPNLGKYDDPPDWQEILTYFRGSELQNYFTKILEDDLKAIIKPQYVARFLRLA 

WGHP68 121 KVLAGKLKPNLGRFKNPPDWQEILTYFRGSELQNYFTRILEDNLKAIIKPQYVDHIPKAV 

consensus 121 *.**** *♦***., ********************* . **** ********** ^ 

HuH P6 8 181 KGTVG S I LDRKDETKTQAI VCQQLDLTHLKERNVEDLSGGELQRFACAWC IQKADI FMF 

WGHP68 181 QGNVGQVLEQKDERDMKNELCVDLELNQVIDRNVGDLSGGELQRFAIAWAVQSAEIYMF 

consensus 181 * ** *** .* *.* . .*** *********** *** ,* *^*^** 



HUHP68 241. DEPSSYLDVKQRLKAAITIRSLINPDRYIIWEHDLSVLDYLSDPICCLYGVPSAYGWT 

WGHP68 241 DEPSSYLDVKQRLKAARVIRSLLRSNSYVIWEHDLSVLDYLSDPICCLYGKPGAYGWT 

consensus 241 **************** ♦***^ * ^ ********************** * ****** 

HUHP68 3 01 MPFSVREGINIFLDGYVPTENLRFRDASLVFKVAETAN-EEEVKKMCMYKYPGMKKKMGE 
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consensus 301 .************ ♦,**♦***★*** ** **,*** ^ *** **** * * * 
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consensus 3 61 * * .* ****** *,******************* ******_^ ** ******** 
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consensus 421 **** ** *** **** ******* ^*********^^^**** ********* * ** 

HUHP68 4 76 LGKPADVYLIDEPSAYLDSEQRLHAARWKRFILHAKKTAFWEHDFIMATYLADRVIVF 

WGHP68 481 LGKPADIYLIDEPSAYLDSEQRIVASKVIKRFILHAKKTAFIVEHDFIMATYLADKVIVY 

consensus 481 ******.***************,.* .*,************ ^ **************** ^ 
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WGHP6 8 541 EGLASIDCTANAPQSLVSGMNKFLSHLDITFRRDPTNYRPRINKLESTKDREQKNAGSYY 

consensus 541 . *" . * ** **.*. ******* *^******* ********* * ** *** * *^ 
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